Key indicators: single-crystal X-ray study; T = 116 K; mean (C-C) = 0.002 Å; R factor = 0.036; wR factor = 0.099; data-to-parameter ratio = 13.5.
In the title compound, C 33 H 32 ClNO 2 , the benzene ring is oriented at dihedral angles of 6.23 (5) and 66.44 (5) with respect to the two naphthalene ring systems. An intramolecular O-HÁ Á ÁN hydrogen bond between the hydroxy H atom and the amine N atom generates an S(6) ring. 338 parameters H-atom parameters constrained Á max = 0.18 e Å À3 Á min = À0.31 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). (1R*,2R*)-1-(4-Chlorophenyl)-4-dimethylamino-1-(3-methoxy-2-naphthyl)-2-(1-naphthyl)butan-2-ol P. Liu, J. Xiao, W. Zhong, S. Li and X. Yang
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Comment
The compound (1R,2S)-1-(6-bromo-2-methoxyquinolin-3-yl)-4-(dimethylamino)-2-(naphthalene-1-yl)-1-phenylbutan-2ol, is a promising drug against tuberculosis (Andries et al., 2005; Cohen, 2004 and Guillemont et al. 2004) . We modified this compound in order to get some more efficient antituberculosis drugs. To characterize our product its single crystal structure was determined.
In the molecule of the title compound ( Fig.1) , the dihedral angle between the naphthalene ring (C20-C29) and the benzene ring (C13-C18) amount to 6.232 (46)° whereas the other naphthalene ring (C2-C10) is oriented with respect to the benzene ring at a dihedral angle of 66.438 (51)°. In the structure an intramolecular O-H···N hydrogen bond is found (Tab. 1).
Experimental n-BuLi (2.5M in hexanes, 4 ml, 10 mmol) was added slowly at 233 K under N 2 to a solution of diisopropylamine (1.4 ml, 10 mmol) in THF (15 ml). The mixture was stirred at 233k for 30 min, then cooled to 195 K. Afterwards a solution of 2-(4-chlorobenzyl)-3-methoxynaphthalene (2.59 g, 9.2 mmol) in THF (20 ml) was added slowly. The mixture was stirred at 195 K for about 40 min and then a solution of 3-(dimethylamino)-1-(naphthalen-1-yl)propan-1-one (2.9 g, 12.8 mmol) in THF (20 ml) was added slowly. The mixture was stirred at 195 K for 8 h, hydrolyzed with ice water at 233 K and extracted with ethyl acetate. The organic layer was separated, dried over MgSO 4 , filtered and the solvent was evaporated. The residue was purified by column chromatography over silica gel (eluent: petroleum ether/ethyl acetate, 50/1). Two fractions were collected (Guillemont et al., 2004) . On evaporation of the solvent (petroleum ether/ethyl acetate, 50/1) from fraction at room temperature in air colourless prisms of (I) were obtained.
Refinement
All H atoms were positioned with ideal geometry (O-H H atoms allowed to rotate but not to tip) and with d(C-H)=0.93 Å for aromatic, 0.98 Å for CH, 0.97 Å for CH 2 and 0.96 Å for CH 3 atoms and were refined with Uiso(H) = 1.2 Ueq(C) for CH and CH 2 H atoms and Uiso(H) = 1.5 Ueq(C) for CH 3 and O-H H atoms. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (6) 0.0085 (7) −0.0060 (6) C5 0.0209 (8) 0.0237 (9) 0.0357 (9) 0.0008 (7) 0.0101 (7) −0.0085 (7) C6 0.0241 (9) 0.0263 (10) 0.0287 (8) 0.0061 (7) −0.0006 (7) −0.0041 (7) C7 0.0333 (9) 0.0247 (9) 0.0253 (8) 0.0036 (7) 0.0077 (7) 0.0000 (7) C8 0.0251 (8) 0.0233 (9) 0.0281 (8) −0.0012 (7) 0.0109 (7) −0.0013 (7) 0.0142 (7) 0.0201 (8) 0.0217 (7) 0.0034 (6) 0.0057 (6) 0.0015 (6) C14 0.0213 (8) 0.0248 (9) 0.0213 (7) 0.0007 (6) 0.0090 (6) −0.0001 (6) C15 0.0218 (8) 0.0218 (9) 0.0299 (8) −0.0020 (6) 0.0127 (7) 0.0004 (6) C16 0.0167 (8) 0.0240 (9) 0.0238 (7) 0.0025 (6) 0.0034 (6) −0.0049 (6) C17 0.0265 (9) 0.0279 (9) 0.0195 (7) 0.0046 (7) 0.0072 (7) 0.0009 (6) C18 0.0225 (8) 0.0213 (9) 0.0251 (8) 0.0030 (6) 0.0104 (7) 0.0043 (6) C19 0.0214 (8) 0.0196 (8) 0.0231 (7) 0.0004 (6) 0.0111 (6) 0.0028 (6) C20 0.0187 (8) 0.0212 (9) 0.0220 (7) 0.0065 (6) 0.0071 (6) 0.0023 (6) C21 0.0186 (8) 0.0187 (8) 0.0243 (7) 0.0052 (6) 0.0069 (6) 0.0016 (6) C22 0.0217 (8) 0.0187 (9) 0.0240 (7) 0.0034 (6) 0.0088 (6) 0.0002 (6) C23 0.0230 (8) 0.0249 (9) 0.0282 (8) 0.0027 (7) 0.0118 (7) 0.0024 (7) C24 0.0242 (9) 0.0211 (9) 0.0423 (9) −0.0001 (7) 0.0163 (7) 0.0043 (7) C25 0.0210 (8) 0.0211 (9) 0.0350 (9) 0.0009 (7) 0.0056 (7) −0.0028 (7) C26 0.0177 (8) 0.0197 (9) 0.0248 (7) 0.0056 (6) 0.0044 (6) 0.0010 (6) C27 0.0298 (9) 0.0235 (9) 0.0263 (8) 0.0047 (7) 0.0062 (7) −0.0050 (7) C28 0.0363 (10) 0.0305 (10) 0.0214 (8) 0.0076 (7) 0.0111 (7) −0.0020 (7) C29 0.0284 (9) 0.0239 (9) 0.0262 (8) 0.0035 (7) 0.0146 (7) 0.0021 (7) C30 0.0215 (8) 0.0231 (9) 0.0243 (7) 0.0002 (6) 0.0097 (7) 0.0034 (6) C31 0.0235 (8) 0.0235 (9) 0.0292 (8) 0.0051 (7) 0.0061 (7) −0.0004 (7) C32 0.0301 (10) 0.0687 (14) 0.0294 (9) 0.0167 (9) 0.0133 (8) (2) C2-O1-C1 117.08 (12) C13-C18-H18 119.1 C19-O2-H2 109.5 C17-C18-H18 119.1 C32-N1-C33 109.34 (13) O2-C19-C20 109.47 (11) C32-N1-C31 111.10 (14) O2-C19-C30 108.55 (12) C33-N1-C31 111.54 (12) C20-C19-C30 110.76 (12) O1-C1-H1A 109.5 O2-C19-C12 107.27 (11) O1-C1-H1B 109.5 C20-C19-C12 110.87 (12) H1A-C1-H1B 109.5 C30-C19-C12 109.82 (11) O1-C1-H1C 109.5 C29-C20-C21 117.70 (14) H1A-C1-H1C 109.5 C29-C20-C19 118.17 (13) H1B-C1-H1C 109.5 C21-C20-C19 124.12 (12) (15) 
